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Bacillus coagulans NBRC12583
Staphylococcus warneri NBRC109769
Pantoea agglomerans NBRC102470
Moraxella osloensis NBRC111460
Kocuria marina NBRC110801
Kocuria varians NBRC15358

Kocuria palustris NBRC16318
Kocuria rhizophila NBRC16319
Kocuria salsicta NBRC109970
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A~C: M. osloensis NBRC 111460, D~F: S. warneri NBRC 109769
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& 2 Staphylococcus O EHEEZ X5 [FE A 157

[F] 7 W BE R/ 43 T K
o e e
S.warneri NBRC100769 0/8 0/8
S.warneri kh3-2 0/8 1/8
S.warneri mh3-1 2/8 6/8
S.warneri mh3-9 2/8 8/8
S. saprophyticus mh2-1 2/8 718
S. saprophyticus mf2-2 1/8 5/8
S. epidermis mr2-7 6/8 8/8
S. epidermis mf6-1 8/8 8/8
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Kocuria varians
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